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T 


p 


X 


G 


E 


P 


Y 


Z 


S 


Y 


148 


B*1501/B*1503/B*1508 


10 


398.3 (+2) 


X 


A 


N 


- 


- 


V 


T 








149 


B*1501/B*1508 


10 ! 


456.8 (+2) 


C 


P 


L 


S 


C 


F 


T 








150 


B*1501/B*1503/B*1508 


10 


509.0 (+2) 


F 


L 


Z 


A 


M 


Z 


S 


T 


Y 




151 


B*1501/B*1508/B*1512 


10 


532.0 (+2) 


T 


V 


X 


D 


S 


Z 


T 


H 


Y 




152 


B*1501/B*1508/B*1512 


13 


503.6 (+2) 


G 


Q 


R 


K 


G 


A 


G 


S 


V 


F 


153 


B*1501/B*1503 


i 14 


460.7 (+2) 


V 


V 


A 


P 


I 


T 


T 


G 


Y 




154 


B*1501/B*1508 


14 \ 


475.1 (+2) 


V 


V 


A 


C 


V 


- 


- 


- 


Y 




155 


B*1501/B*1508 


14 


525.3 (+2) 


P 


L 


A 


- 


N 


- 


H 


T 


Y 




156 


B*1501/B*1508 


1 15 


514.2 (+2) 


F 


Q 


A 


R 


X 


T 


E 


Y 






157 


B*1501/B*1508 


16 


522.0 (+2) 


V 


G 


Y 


V 


D 


D 


T 


Q 


F 




158 


B*1501/B*1508 


17 1 


351.3 (+3) 


A 


A 


F 


c 


G 


- 


- 


- 


X 


V 


159 


B*1501/B*1508 


17 


408.7 (+2) 


Y 


L 


H 






E 


T 








160 


B*1501/B*1508 


1 7/18 


451 4 


I 


L 


G 


p 


P 


G 


s 


v 


Y 




1^1 


R*1 501 /R*1 50R/R*1 519 


17 


467 4 lA- r )\ 


X 


L 


G 


D 


V 


N 


M 


Y 






167 


T4*1 501 /R*1 50R 


17 


507.0 (+2) 










X 


V 


E 


F 






163 


B*1501/B*1508 


17 


519.2 (+2) 


T 


A 


R 


V 


X 


S 


V 


E 


Y 




164 


B*1501/B*1508 


18 


565.7 (+2) 


A 


E 


F 


w 


A 


C 


Z 


X 


Y 




165 


B*1501/B*1503 


18/19 


566.2 (+2) 


Y 


M 


I 


D 


P 


s 


G 


V 


S 


Y 


166 


B*1501/B*1508/B*1512 


19/20 


560.0 (+2) 


X 


V 


E 


X 


T 


T 


D 


Y 


Y 




167 


B*1501/B*1512 


20/21 


448.2 (+2) 


A 


A 


G 


X 


G 


P 


T 


F 


Y 




168 


B*1501/B*1512 


20/21 


614.0 (+2) 


I 
F 


A 


V 


G 


Y 


V 


D 


D 


T 


Q 


169 


B*1501/B*1512 


21/22 


507.2 (+2) 


V 


A 


F 


V 


X 


F 


V 


G 


Y 




170 


B*1501/B*1512 


21/22 


557.2 (+2) 


Y 


N 


R 


w 


S 


X 


E 


F 






171 


B*1501/B*1512 


22/23 


510.8 (+2) 


A 


L 


M 


p 






X 


N 


Y 




172 


B*1501/B*1512 



TABLE 14 



i H 2 i 



"° vr ^%$i fP2/P9 

SEP 0 9 2002 h 




w 

ED 
NO: 


+ length variation only 


SE 

Q 

ID 

IN \J. 


+ P2 variation only 


SEQ 
ID 

NO: 




(64- 


72) 


173 


MQLLCVF 


(1-7) 


195 


DIEGHASHY 


(28-36) 


245 




(68- 


76) 


174 


HLDI EGHASHY 


(26-36) 


196 


SAPLEKQLF 


(123-131) 


246 


PLEKQLFYY 


(125 


-133) 


175 


ML S APLEKQLF 


(121-131) 


197 


APLEKQLFY 


(124-132) 


247 


YQLRCHLSY 


(149 


-157) 


176 


PLEKQLF 


(125-131) 


198 


LPNTRPHSY 


(138-146) 


248 . 


ALSINGDKF 


(159 


-167) 


177 


PLEKQLFY 


(125-132) 


199 


NTRPHSYVF 


(140-148) 


249 


DLPDLRGPF 


(203 


-211) 


178 


TMLPNTRPHSY 


(136-146) 


200 


SINGDKFQY 


(161-169) 


250 


FVPNLKDMF 


(242 


-250) 


179 


MLPNTRPHSY 


(137-146) 


201 


YTGAMTSKF 


(169-177) 


251 


AVTMTAASY 


(253 


-261) 


180 


QLRCHLSY 


(150-157) 


202 


TSKFLMGTY 


(174-182) 


252 


TMFEVSVAF 


(290 


-298) 


181 


YVAL S INGDKF 


(157-167) 


203 


LTSAQSGDY 


(216-224) 


253 


DLRWLAKSF 


(314 


-322) 


182 


FQYTGAMTSKF 


(167-177) 


204 


YSLVIVTTF 


(224-232) 


254 


HLTTEKQEY 


(366 


-374) 


183 


AMTSKFLMGTY 


(172-182) 


205 


VIVTTFVHY 


(227-235) 


255 


ALRLATVGY 


(375 


-383) 


184 


HVLSLVF 


(192-198) 


206 


TTFVHYANF 


(238-246) 


256 


ALGTESGLF 


(467 


-475) 


185 


SLTSAQSGDY 


(215-224) 


207 


MTAASYARY 


(256-264) 


257 


AVSNAVDGF 


(505 


-513) 


186 


SLVIVTTF 


(225-232) 


208 


DTETLTTMF 


(284-292) 


258 


ALYEASTTY 


(564 


-572) 


187 


LVIVTTF 


(226-232) 


209 


ATVKGMQSY 


(338-346) 


259 


RQIPKIQNF 


(597 


-605) 


188 


IVTTFVHY 


(228-235) 


210 


ATSVLLSAY 


(396-404) 


260 


ILSSNYFDF 


(643 


-651) 


189 


IVTTFVHYANF 


(228-238) 


211 


SAYHRHPLF 


(402-410) 


261 


TVMEIAGLY 


(666 


-674) 


190 


FVHYANFHNF 


(232-241) 


212 


HTVMRETLF 


(414-422) 


262 


HWLAIILY 


(679 


-687) 


191 


FVHYANFHNFY 


(232-242) 


213 


ESGLFSPCY 


(471-479) 


263 


WLAIILYF 


(680 


-688) 


192 


TMTAASY 


(255-261) 


214 


SPCYLSLRF 


(476-484) 


264 


FLVHKIVMF 


(696 


-704) 


193 


TMTAASYARY 


(255-264) 


215 


I I PLINVTF 


(544-552) 


265 


LVHKIVMFF 


(697 


-705) 


194 


ELDTETLTTMF 


(282-292) 


216 


TTYLSSSLF 


(570-578) 


266 










TMFEVSVAFF 


(290-399) 


217 


NSILSSNYF 


(641-649) 


267 










TVLKDI IGICY 


(326-326) 


218 


AIILYFIAF 


(683-691) 


268 










VLKDIIGICY 


(327-326) 


219 


FIAFALGIF 


(688-696) 


269 










TVKGMQSY 


(339-346) 


220 
















RLATVGY 


(377-383) 


221 
















TVGYPKAGVY 


(380-389) 


222 
















LLSAYNRHPLF 


(400-410) 


223 
















PLHTVMRETLF 


(412-422) 


224 
















VMRETLF 


(416-422) 


225 
















GLALGTESGLF 


(465-475) 


226 
















GLFSPCY 


(473-479) 


227 
















LMI I PL INVTF 


(542-552) 


228 
















PLINVTF 


(546-552) 


229 
















EVRGSALY 


(559-566) 


230 
















YLSSSLF 


(572-578) 


231 
















TQKSCIF 


(608-614) 


232 
















TQKSCIFCGF 


(608-617) 


233 
















GLETTTY 


(627-633) 


234 
















VQNSILSSNY 


(639-648) 


235 
















VQNSILSSNYF 


(639-649) 


236 
















ILSSNYF 


(643-649) 


237 
















VMEIAGLY 


(667-674) 


238 
















WLAIILY 


(680-687) 


239 
















WLAIILYF 


(680-688) 


240 
















VLAIILY 


(681-687) 


241 
















VLAIILYF 


(681-688) 


242 
















VLAIILYFIAF 


(681-691) 


243 
















ILYFIAF 


(685-691) 


244 
















FLVHKIVMFF 


(696-705) 


O A C 









TABLE 16 



i. o o e 2 066 . o <gi o 9 o e 



























Annealing si 


5UT 


Intron 4 


5UT 


Intron 4 


5UT B39 


5UT 


Intron 4 


5UT 


Exon4 


§ 

X 


c 
0 

X! 

w 


Cut site 


Xbal | 




Xbal i 




EcoRI [ 


EcoRI 1 




EcoRI | 


[EcoRI ] 


Hindlll | 


Hindlll 


Locus i 


< 


< 


CQ 


PQ 


ON 

# 


O 


a 


CQ 


O 
< 


U 

oS 
< 


Cw*07 


SEQ ID NO: | 


0 
0 

<N 


(N 


<N 

r- 

<N 


m 
r- 

(N 




«r> 
r- 

CM 


0 
c- 

(N 




00 
r» 


On 
r- 
(N 


0 
00 

tN 
























m 
1 

in 

0 
c 

cr 
o> 

on 


GCGCTCTAGACCCAGACGCCGAGGATGGCC ! 


GCCCTGACCCTGCTAAAGGT ! 


GCGCTCTAGACCACCCGGACTCAGAATCTCCT | 


TGCTTTCCCTGAGAAGAGAT ! 


AGGCGAATTCCAGAGTCTCCTCAGACGCG j 


GGGCGAATTCCCGCCGCCACCATGCGGGTCATGGCGCC | 


TTCTGCTTTCCTGAGAAGAC | 


GGGCGAATTCGGACTCAGAATCTCCCCAGACGCCGAG | 


CCGCGAATTCTCATCTCAGGGTGAGGGGCT | 


CCGCAAGCTTTCATCTCAGGGTGAGGGGCT ! 


CCGCAAGCTTTCAGCTCAGGGTGAGGGGCT 


Primer name 


| PP5UTA 


| 3PPI4A 


| PP5UTB 


| 3PPI4B | 


| 5UTB39 | 


| 5PKCE 


| 3PPI4C | 


| PP5UT | 


| PP3PEI j 


| PP3PEIH j 


3PEIHC7 



a. o qss o 66 * o g o<gi o a 



L <y Primer Name 


Sequence 5'-3' 


SEQ ID NO: 


T7Prom 


TAATACGACTCACTATAGGG 


281 


BGHrev 


TAGAAGGCACAGTCGAGG 


282 


PPI2E2R 


GTCGTGACCTGCGCCCC 


283 


PPI2E2F 


TTTCATTTTCAGTTTAGGCCA 


284 


ABCI3E4F 


GGTGTCCTGTCCATTCTCA 


285 



5'CY5 Sequencing Primers 



TABLE 18 




TABLE A 



fraction 


ion for MS/MS 


derived peptide sequence 


SEQ ID NO: 


6 


398.2 (+3) 




w 


D 


R 


H 


T 


X F 


134 


6 


448.2 (+2) 










Y 


T 




N/A 1 


7 


382.7 (+2) 


V Q 


F 


E 


A 


A 


T 




286 


7 


418.7 (+2) 


A Q 


F 


A 


S 


G 


A 


G Z 


135 


7 


455.2 (+2) 


A L 


G 


A 






R 


G Y 


287 


7 


489.1 (+2) 




V 






G 


H 


X Y 


288 


7 


506.8 (+2) 


X S 








C 


E 


Y 


289 


8 


402.2 (+2) 


- G 






C 


D 


Y 




136 


8 


419.2 (+2) 


G S 


H 


F 


G 


V 


A 


Y 


137 


8 


433.8 (+2) 


A P 


P 


P 


P 


P 


P 


P P 


31 


8 


455.2 (+2) 






Z 


A 


R 


G 


Y 


290 I 


8 


462.2 (+2) 


D P 


H 


A 


P 


P 


Z 


Y 


291 


8 


507.2 (+2) 


A V 


P 


S 


X 


H 


X 


X Y 


292 


8 


512.3 (+2) 


X A 


Z 


V 


Z 


M 


T 


A Y 


293 


8 


512.8 (+2) 


A L 


N 


G 


R 


V 


T 


M Y 


294 j 


8 


516.9 (+2) 


N Q 


Z 


H 


G 


S 


A 


E Y 


138 


8 


522.9 (+2) 


F G 


X 


A 


C 


X 


A 


T S Y 


295 \ 


8 


642.7 (+2) 


P M 


N 


D 


W 


X 


M 


m r*r rn t t 

T Z T Y 


139 


9 


331.4 (+3) 


A P 


M 


A 


R 


G 


Z 


Y 


140 


9 


418.7 (+2) 


F V 


S 


N 


H 


A 


Y 




141 j 


9 


426.2 (+3) 














- - S Y 


N/A 


9 


433.3 (+2) 


N P 


P 


A 


Z 


Z 


P 


N 


142 


9 


437.0 (+2) 


T G 










A 


Y 


143 


9 


441.2 (+3) 


- Q 




D 


P 


P 


P 


D M Z Y 


144 


9 


446.6 (+2) 




Li 


•7 


A 
i\ 


V 


U 


r 


145 


9 


453.6 (+2) 


X Q 






A 


G 


G 


Z Y 


296 


9 


465.2 (+2) 


S Q 


F 


G 


G 


G 


S 


Q Y 


146 


9 


476.2 (+2) 


S Q 


F 


D 


H 


V 


T 


Y 


147 


9 


481.0 (+2) 


G Q 


H 


A 


S 


V 


X 


S Y 


297 


9 


514.2 (+2) 




A 


A 


H 


V 


P 


P G Y 


298 


9 


550.2 (+2) 


F M 


D 


V 


G 


A 


P 


T V Y 


299 


9 


578.0 (+2) 


T P 


X 


G 


E 


P 


Y 


Z S Y 


148 


10 


398.3 (+2) 


X A 


N 






V 


T 




149 


10 


448.2 (+2) 


A Q 


A 


A 


P 


F 


A 


G Y 


300 


10 


448.4 (+2) 


V V 


V 


F 


G 


V 


Z 


F 


301 


10 


450.4 (+2) 


A Q 


M 






S 


E 


Y 


302 


10 


456.8 (+2) 


C P 


L 


S 


C 


F 


T 




150 


10 


464.7 (+2) 








F 


G 


H 


Y 


303 


10 


473.7 (+2) 


A L 


W 






P 


Z 


F 


304 


10 


486.4 (+2) 


V P 


H 


Z 


N 


A 


Y 




305 



.jLooeeoi&fe .09090S 



TABLE A CONT'D. 



10 


498.7 


(+2\ 










G 


H 


G 


G 


Y 




306 


1 n 




(+2) 


F 


L Z 


A 


M 


z 


s 


T 


Y 






151 


10 


527.7 


(+2) 


G 


Q Y 


V 


Y 


z 


P 


m 

T 


Y 






O A *7 

307 


10 


532.0 


(+2) 


T 


V X 


D 


s 


z 


T 


H 


Y 






152 


10 


540.2 


(+2) 


P 


M F 


D 


P 


P- 


Z 


T 


F 






308 


11 


469.2 


(+2) 


A 


Q A 


E 


s 


L 


R 


Y 








309 


11 


480.6 


(+2) . 


X 


A V 


G 


H 


S 


G 


G 


T 


Y 




310 


11 


511.2 


(+2) 










P 


T 


Y 








N/A 


11 


516.7 


(+2) 


E 


S X 


P 


N 


N 


V 


P 


Y 


































12 


383 n 

JOJ.u 




L 


A H 


T 


E 


c 


P 


R 


G 


Y 






























312 


12 


435.0 


(+2) 










P 


S 


Y 








N/A 


12 


473.2 


(+2) 


y 


Q G 


P 


V 


G 


V 


Q 


Y 






313 


12 


475.0 


(+2) 


R 


G X 


G 


V 


A 


G 


T 


A 


F 




314 


12 


505.0 


(+2) 


T 


G A 


P 


V 


S 


E 


E 


G 


Y 




315 


12 


513.7 


(+2) 


V 


Q x 


Y 


Y 


G 


S 


V 


V 






316 


12 


519.0 


(+2) 


E 


P A 


M 


V 


X 


Z 


c 


F 






317 


12 


531.2 


(+2) 


G 


Q P 


G 


A 


P 


X 


G 


G 


Z 


Y 


318 


12 


541.0 


(+2) 


G 


p p 


H 


N 


G 


X 


R 


A 


Y 




319 


12 


542.2 


(+2) 


A 


A H 


W 


H 


V 


E 


A 


Y 






320 


12 


553.7 


(+2) 


T 


P P 


T 


R 


R 


E 


S 


Y 






321 


12 


577.2 


(+2) 


F 


P T 


D 


R 


R 


S 


Q 


F 






322 


13 


363.0 


(+3) 


Y 


T G 


V 


S 


Y 


X 


H 


F 






323 


13 


447.0 


(+2) 


A 


Q A 


S 


A 


P 


D 


A 


Y 






324 


13 


465.0 


(+2) 


V 


Q Y 


Y 


X 


P 


F 










325 


13 


503.6 


(+2) 


G 


Q R 


K 


G 


A 


G 


S 


V 


F 




153 


13 


553.2 


(+2) 


X 


Q z 


X 


- 


- 


D 


V 


Y 






326 


13 


590.8 


(+2) 


A 


T G 


T 


A 


Z 


N 


X 


N 


Z 


Y 


327 


14 


460.7 


(+2) 


V 


V A 


P 


I 


T 


T 


G 


Y 






154 


14 


471.5 


(+2) 


V 


V A 


C 


V 


- 


- 


- 


Y 






155 


14 


495.2 


(+2) 


X 


Q Y 


T 


V 


G 


Y 


F 








328 


14 


525.3 


(+2) 


p 


L A 


- 


N 


- 


H 


T 


Y 






156 


14 


541.3 


(+2) 


p 


L F 


G 


Q 


T 


A 


G 


Q 


Y 




329 


14 


550.4 


(+2) 


A 


- - 


- 


- 


Q 


X 


E 


Y 






330 


14 


577.2 


(+2) 


Z 


G Y 


G 


N 


P 


X 


N 


G 


A 


Y 


331 


15 


459.8 


(+2) 


V 


Q G 


P 


V 


G 


T 


D 


F 






332 


15 


470.9 


(+2) 


V 


A G 


G 


W 


- 


- 


- 


F 






333 


15 


514.2 


(+2) 


F 


Q A 


R 


X 


T 


E 


Y 








157 


15 


536.6 


(+2) 


X 


A G 


F 


F 


X 


X 


E 


Y 






334 


15 


544.2 


(+2) 


X 


Q - 








Z 


Y 








N/A 


15 


564.2 


(+2) 


s 


G A 


X 


D 


R 


A 


Y 


Z 


F 




335 


16 


467.1 


(+2) 


F 


Q - 








T 


X 








N/A 


16 


500.4 


(+2) 


T 


p - 






A 


Z 


A 


F 






336 


16 


501.0 


(+2) 


V 


V A 


T 


Z 


N 


Z 


Z 


X 






337 


16 


1 503.6 


(+2) 


Y 


M V 


T 








F 








338 


16 


, 517.4 


(+2) 


A 


L G 


S 


Z 


A 


X 


M 


P 


F 




339 


16 


521.3 


(+2) 


A 


P A 


V 








V 


G 


Y 




340 



A O O 2 2 O 6 6 .,„ 09090H 



TABLE A 
CONT'D. 







V 


G 


Y 


V 


D 


D 


T 


Q 


F 




158 


... 


k ,_ / 














T 


G 


F 




N/A 


16 


536.0 (+2) 


P 


V 


P 


N 


V 


R 


X 


N 


Y 




341 


16 


544.4 (+2) 














T 


X 


S 


X 


N/A 


16 


557.6 (+2) 


T 


L 


E 


G 


W 


M 


S 


Z 


Y 




342 


16 


561.5 (+2) 


Y 


M 


V 


C 


N 


A 


E 


E 


Y 




343 


16 


596.7 (+2) 












X 


R 


D 


X 


Y 


N/A 


16 


596.9 (+2) 


S 


L 


X 












F 




N/A 


17 


343.2 (4-3) 


A Q 


H 


P 


S 


A 


X 


R 


F 




344 


17 


351.3 (+3) 


A 


A 


F 


C 


G 


- 


- 


- 


X 


V 


159 


17 


408.7 (+2) 


y 


L 


H 


- 


- 


E 


T 








160 


17 


441.2 (+2) 












Z 


A 


Y 






N/A 


17 


451.4 (+2) 


i 


L 


G 


P 


P 


G 


S 


V 


Y 




161 i 


17 


455.0 (+2) 


G 


L 


G 


z 


T 


S 


A 


E 


F 




345 


17 


462.4 (+2) 


X 


L 


G 


D 


V 


N 


M 


Y 






162 


17 


483.8 (+2) 


V 


M 


G 


X 


T 


N 


A 


N 


F 




346 


17 


490.2 (+2) 


N 


A 


X 


G 


R 


E 


S 


S 


F 




347 


17 


497.2 (+2) 


A 


M 


N 


P 


T 


N 


T 


V 


F 




348 


17 


507.0 (+2) 


_ 


_ 


- 


- 


X 


V 


E 


F 






N/A 


17 


511.2 (+2) 


X 


Q 


A 


P 


A 


X 


F 


V 


Y 




349 


17 


519.2 (+2) 


T 


A 


R 


V 


X 


s 


V 


E 


Y 




164 


17 


526.8 (+2) 


A 


L 


F 


- 


- 


- 


F 


T 


Y 




350 


17 


542.8 (+2) 


X 


Q 


X 


N 


A 


Y 


X 


S 


Y 




351 


17 


563.2 (+2) 


G 


L 


A 


R 


C 


S 


z 


V 


E 


Y 


352 


18 


503.8 (+2) 


S 


Q 


X 


A 


A 


G 


V 


D 


V 


F 


353 


18 


511.7 (+2) 


P 


Q 


G 


Z 


M 


A 


- 


- 


Y 




354 


18 


519.6 (+2) 




V 


F 


V 


S 


H 


T 


T 


F 




355 


18 


538.8 (+2) 


H 


X 


T 


G 


N 


E 


A 


T 


S 


F 


356 


18 


565.7 (+2) 


A 


E 


F 


W 


A 


C 


Z 


X 


Y 




165 


18 


566.2 (+2) 


Y 


M 


I 


D 


P 


S 


G 


V 


S 


Y 


166 


18 


581.2 (+2) 


X 


Q 


G 


H 


H 


E 


M 


F 


Y 




357 


20 


448.2 (+2) 


A 


A 


G 


X 


G 


P 


T 


F 


Y 




358 


20 


560.0 (+2) 


X 


V 


E 


X 


T 


T 


D 


Y 


Y 




167 


20 


614.0 (+2) 


I 


A 


V 


G 


Y 


V 


D 


D 


T 


Q F 


22 


21 


507.2 (+2) 


V 


A 


F 


V 


X 


F 


V 


G 


Y 




359 


22 


510.8 (+2) 


A 


L 


M 


P 






X 


N 


Y 




360 


22 


557.2 (+2) 


Y 


N 


R 


w 


s 


X 


E 


F 






361 


24 


546.3 (+2) 






Z 


D 


R 


N 


V 


T 


F 




362 


25 


546.3 (+2) 


V 


V 


T 


M 








Z 


Y 




363 



* Dashes represent positions at which amino acids could not be unambiguously assigned through NanoES- 
MS/MS fragmentation patterns and/or Edman data obtained. Underlined residues designate tentative 
assignments. 
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TABLE B 



fraction 


ion for MS/MS 


derived peptide sequence 


SEO TD NO 


0 


A71 8 

4/ l.O t+ZJ 


A 


Z 


'V 


E 


C 


E 


T 


Y 




364 


7 
/ 


41 o. / ^ 


A Q 


F 


A 


S 


G 


A 


G 


Z 


365 


7 

1 


DU4.Z V+ZJ 


Z 


G 


X 


G 


G 


G 


P 


A 


T S Y 


366 


o 
o 


4UZ.Z v+zj 


- 


G 


- 


- 


C 


D 


Y 






367 


o 
o 


441. Z l^+ZJ 












Z 


S 


F 




N/A 


Q 
O 


S 1 A Q / , 4_9\ 
j lO.y yr£) 


N 


Q 


z 


H 


G 


S 


A 


E 


Y 


368 


Q 

y 




A 


P 


M 


A 


R 


G 


Z 


Y 




369 


Q 

y 


1AQ A 

j4y.4 














G 


F 


Y 


N/A ! 


o 
y 


fflo./ ^tZ J 


A 


Z 


V 


N 


S 


G 


- 


Y 




370 


y 


4ZO.Z ^-tO J 


A 


A 


S 


S 


Z 


V 


- 


- 


P P Z Y 


371 


Q 

y 


Alii 1 f-t-0\ 


N 


P 


P 


A 


Z 


Z 


P 


N 




372 


o 
y 


axi n (js>\ 


A 


C 


G 


G 


c 


G 


Z 


D 


Y 


373 




A A 1 9 fx'}'* 
44 l.Z v+^J 


- 


Z 


- 


D 


p 


P 


P 


D 


M Z Y 


374 


Q 

y 


440.0 L+ZJ 


G 


Q 


Z 


Z 


A 


V 


D 


F 




375 


Q 

y 


D /o.U (,+Zj 


T 


p 


X 


G 


E 


P 


Y 


Z 


S Y 


376 


1 n 

1U 


A9A ^ /'x9^ 


G 


p 


- 


- 


- 


P 


Z 


Y 




377 


1 n 


/Ml 9 / , 9\ 


A 


p 


z 


Y 


P 


P 


P 


P 




378 


1U 


AAQ 1 fx?t 


G 


z 


V 


C 


T 


P 


G 


S 


F 


379 




ASA Q /'j.9\ 


C 


p 


L 


S 


C 


F 


T 






380 


1U 


A(*A 9 /-^"k 
404. / V+ZJ 


S 


Q 


F 


G 


G 


G 


S 


Q 


Y 


381 


1 n 

1U 


4D D .4 ^-rZ J 


A 


s 


G 


F 


N 


G 


S 


z 


Y 


382 


in 


jUj.o 1.+ZJ 




z 


- 


- 


Y 


T 


A 


Y 




383 


1 n 


cnc 7 /x7^ 
OUo. / l+ZJ 


G 


z 


P 


P 


H 


N 


G 


F 


Y 


384 


1U 


cnn /_i_9\ 
31 IX) (+Z; 


I 


K 


A 


D 


H 


V 


S 


T 


Y 


385 
•j 0 j 




C97 7 / 1 9\ 


X 


z 


A 


D 


H 


V 


X 


P 


Y 


386 


10 


540 2 C+2^ 










P 


G 


z 


V 


Y 


387 


10 


549.2 (+2) 


z 


S 


V 








z 


T 


G Y 


388 


11 


437.0 (+2) 


H 


X 


G 


N 


Q 


A 


A 


Y 




389 


11 


511.4 (+2) 


Z 


A 


G 


T 


T 


V 


P 


V 


S Y 


390 


11 


527.4 (+2) 


G 


Q 


Y 


P 


T 


Q 


P 


T 


Y 


391 


11 


581.4 (+2) 


F 


A 


G 


S 


Z 


s 


N 


T 


STY 


392 


12 


494.8 (+2) 


S 


z 


G 


G 








T 


G Y 


393 


12 


526.8 (+2) 


Z 


G 


P 


P 


N 


Y 


X 


T 


Y 


394 


12 


547.1 (+2) 


V 


K 


V 


I 


Q 


Q 


E 


S 


Y 


395 


13 


454.6 (+2) 


L 


P 


P 


P 


P 


P 


P 


P 


P 


396 


13 


476.0 (+2) 


A 


K 


Y 


S 


T 


P 


A 


T 


L 


397 


13 


503.6 (+2) 


G 


Q 


R 


K 


G 


A 


G 


S 


V F 


398 


13 


513.1 (+2) 


R 


z 


S 


A 


N 


H 


E 


A 


X 


399 


13 


526.4 (+2) 


G 


K 


V 


R 


T 


D 


I 


T 


Y 


400 1 


13 


553.2 (+2) 


V 


V 


X 


P 


A 


V 


R 


S 


T Y 


401 



AOOaa 066 . 0«iiQ«| 02 
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13 


561.0 (+2) 


A 


K Y 


P 


H 


V 


E 


D 


Y 




402 


13 


571.3 (+2) 


A 


Z N 


X 


S 


A 


Y 


V 


X 


Y 


403 


13 


601.2 (+2) 


E 


V V 


G 


D 


T 


Z 


Y 






404 


14 


438.2 (+2) 


A 


K A 


G 


I 


T 


T 


T 


L 




405 


14 


490.8 (+2) 


V 


- - 


T 


Z 


A 


G 


S 


A 


F 


406 


14 


517.2 (+2) 


A 


Z A 


A 


A 


N 


V 


X 


X 


Y 


407 


14 


531.5 (+2) 


A 


N H 


S 


V 


R 


D 


T 


Y 




408 


14 


535.3 (+2) 


E 


- - 


- 


G 


X 


R 


Z 


Y 




409 


14 


552.8 (+2) 


X 


Z H 


N 


D 


Z 


S 


T 


Y 




410 


14 


577.2 (+2) 


A 


N E 


Z 


X 


G 


— 


- 


- 


Y 


411 


15 


497.3 (+2) 


A 


A G 


P 


T 


A 


Z 


E 


S 


Y 


412 


15 


514.2 (+2) 


V 


A G 


X 


V 


F 


M 


Z 


Y 




413 


15 


527.0 (+2) 


A 


Z Y 


Z 


A 


Z 


V 


V 


F 




414 


15 


564.2 (+2) 


A 


Z F 


- 


- 


- 


Z 


X 


Y 




415 


15 


577.2 (+2) 


Z 


G Y 


G 


N 


P 


X 


N 


Z 


Y 


416 


15 


626.0 (+2) 










Z 


A 


P 


C 


H Y 


417 


16 


521.6 (+2) 


A 


H A 


V 


Q 


R 


V 


V 


Y 




418 


16 


525.6 (+2) 


T 


Z X 


T 


V 


V 


X 


N 


Y 




419 


17 


446.8 (+2) 


A 


Z Z 


A 


s 


G 


X 


A 


F 




420 


17 


492.8 (+2) 


G 


S H 


S 


M 


R 


Y 


F 






421 


17 


503.8 (+2) 


Y 


G Y 


G 


A 


T 


V 


E 


F 




422 


17 


967.6 (+1) 


V 


Z - 


- 




T 


T 


F 






423 


18 


451.4 (+2) 


Q 


P G 


P 


Q 


I 


V 


Y 






424 


18 


455.2 (+2) 


N 


G Z 


X 


s 


N 


N 


Y 






425 


18 


475.2 (+2) 


A 


N X 


V 


Z 


X 


E 


Y 






426 


18 


489.1 (+2) 


G 


Z - 






Z 


G 


X 


X 


Y 


427 


18 


497.8 (+2) 


A 


M N 


p 


T 


N 


T 


V 


F 




428 


18 


525.2 (+2) 


Y 


N - 






Z 


X 


F 






429 


18 


538.8 (+2) 


- M - - 


_ c 


3 Y Z N F 




430 


18 


565.7 (+2) 


A 


E F 


w 


A 


C 


Z 


X 


Y 




431 


19 


521.6 (+2) 


S 


Z F 


G 


C 


P 


T 


R 


F 




432 


19 


524.6 (+2) 


X 


G A 


X 


s 


N 






E 


F 


433 


19 


571.2 (+2) 


R 


Z A 


A 


Y 


R 


X 


T 


Y 




434 


19 


646.2 (+2) 


T 


N X 


H 


D 


G 


D 


G 


A 


T Z Y 


435 



* Dashes represent positions at which amino acids could not be unambiguously assigned through NanoES- 
MS/MS fragmentation patterns and/or Edman data obtained. Underlined residues designate tentative 
assignments. 




TABLE C 



fraction 


ion for MS/MS 


derived peptide sequence 


SEQ ID NO: 


6 


398.2 (+3) 




W 


D 


R 


H 


T 


X F 


436 


6 


448.2 (+2) 










Y 


T 




N/A 


8 


419.2 (+2) 


G S 


H 


F 


G 


V 


A 


Y 


437 


8 


441.2 (+2) 


V P 


C 


G 


Z 


Z 


S 


Y 


438 


8 


473.2 (+2) 


T A 


z 


X 


H 


R 


G 


Y 


439 


8 


512.8 (+2) 


X A 


z 


Y 


E 


H 


T 


Y 


440 


8 


516.9 (+2) 


N Q 


z 


H 


G 


S 


A 


E Y 


441 


8 


546.8 (+2) 


N G 


X 


A 


M 


H 


W 


T Y 


442 


9 


418.7 (+2) 


F V 


s 


N 


H 


A 


Y 




443 


9 


437.0 (+2) 


T G 


- 


* 






A 


Y 


444 


9 


465.2 (+2) 


S Q 


F 


G 


G 


G 


S 


Q Y 


445 


9 


476.2 (+2) 


S Q 


F 


D 


H 


V 


T 


Y 


446 


9 


481.0 (+2) 


- P 






G 


Z 


D 


E V 


447 


1 9 


514.2 (+2) 


N G 


Y 


D 


G 


p 


N 


A G Y 


448 


9 


578.0 (+2) 


T P 


X 


G 


E 


p 


Y 


Z S Y 


449 


10 


398.3 (+2) 


X A 


N 






V 


T 




450 


10 


448.3 (+2) 


M P 


H 


S 


G 


Y 


G 


F 


451 


10 


450.4 (+2) 


V D 


X 








Y 




N/A 


10 


456.8 (+2) 


C P 


L 


S 


C 


F 


T 




452 


10 


464.7 (+2) 










P 


G 


F Y 


453 


10 


486.2 (+2) 


- A 




P 


H 


P 


M 


G Y 


454 


10 


494.2 (+2) 


A Q 


T 


V 


G 


Y 


G 


E Y 


455 


10 


508.7 (+2) 












S 


V Y 


N/A 


10 


509.0 (+2) 


F L 


z 


A 


M 


Z 


S 


T Y 


456 


10 


532.0 (+2) 


i V 


V" 

A 


JJ 






rn 
1 


TT V 

rl Y 


457 


11 


444.1 (+2) 


T P 






A 


R 


A 


P T 


458 


11 


469.2 (+2) 


S E 


H 


D 


R 


M 


Y 




459 


n 


480.6 (+2) 


T G 


N 


C 


S 


G 


T 


G T Y 


460 


n 


496.8 (+2) 


A Q 


V 


N 


P 


S 


X 


T Y 


461 


n 


532.3 (+2) 


S P 


G 


A 


E 


T 


R 


A X Y 


462 


12 


473.2 (+2) 


Y L 


G 








G 


A F 


463 


12 


494.8 (+2) 


X T 


S 


F 


M 


Z 


V 


Y 


464 


12 


499.0 (+2) 


- P 








P 


s 


S G Y 


465 


12 


505.0 (+2) 


T P 








G 


R 


M Y 


466 


12 


513.7 (+2) 


P M 


F 


D 


Z 


Z 


V 


Y 


467 


12 


519.0 (+2) 


Y L 








R 


T 


F 


468 


12 


531.2 (+2) 


A Q 


E 


H 


G 


C 


A 


A Z F 


469 


12 


542.2 (+2) 


- M 








G 


V 


H D Y 


470 


12 


550.2 (+2) 


Y V 


S 






R 


N 


Q Y 


471 


12 


553.7 (+2) 


A Q 


Y 


A 


A 


G 


E 


S F Y 


472 



TABLE C 
CONT'D. 



12 


564 0 (+2) 


12 


565 2 f+2^ 




396 1 (+3^ 


13 


401 2 C+2) 


13 


526 4 (+2) 


14 


460 7 (+2^ 


14 


471.5 (+2) 


14 


525 3 (+2) 


14 


543 2 f+21 


14 


550 4 (+2) 


15 


460 6 f +2"> 


15 


461 0 f+2) 


15 


506 0 f +2) 


15 


508 4 f+2) 


15 


514 2 (+2) 


15 


520 0 (+2^ 


15 


525 2 f+2) 


i <s 

i«j 


536 6 (+2^ 


15 


544 2 f+2^ 


15 


564 2 (+2^ 


16 


489 0 f +21 


16 


500 4 (+2) 


16 


522 0 (+2) 


16 


525 7 (+2) 


16 


533 0 f+2) 


16 


535 7 f+21 


16 


537 0 f+21 


16 


545 8 f+21 


16 


547 0 (+2) 


16 


557 0 (+2) 


17 


351 3 f+3^ 


17 


393 7 C+21 


17 


403 2 (+2) 

t\J-j . yr^) 


17 


408 7 f+21 


17 


414 8 f+2) 


17 


451.4 (+2) 


17 


462 4 (+21 


17 


476 2 (+21 


17 


490.8 (+2) 


17 


504.0 (+2) 


17 


507.0 (+2) 


17 


511.2 (+2) 


17 


519.2 (+2) 


17 


526.8 (+2) 


17 


542.8 (+2) 


17 


557.2 (+2) 


18 


474.8 (+2) 


18 


503.8 (+2) 



T P H T 


Z 


H 


D 


E 


Y 




ATI 

473 


v 










F 


M 


Y 






474 


Pi 


F 


u 

n. 


v 


V 


S 


G 


TJ 

H 


Z 


F 


A *"7 C 

4 / b 


ri 


V 


r> 
Kj 


A 


X 


P 


A 


m 

T 






A 1 C 


Zj 


A 


b 




G 


E 


X 


T 


S 


Y 


ATT 


V 


\7 

V 


A 


F 


I 


rn 
1 


m 

T 


p 


Y 




AT O 
4/0 


IT 

V 


V 


A 


p> 


V 








Y 




AT C\ 

479 


r> 

IT 


T 
J-l 


A 

A 




N 




H 


T 


Y 




A O A 

480 


V 
A 


A 

A 


A 


V 


R 


R 


M 


•it 
X 






4ol 


F 


T 

Lt 


A 

A 


ra 


Z 


X 


Y 


T 


Y 




A O T 

482 




D 

if 




TUT 


P 


G 


X 


A 


Y 




483 


TJ 

n 


rn 
1 


rn 
1 


b 


Z 


N 


A 


Y 






a a a 

484 


M 

rl 


A 


A 


rl 


V 


G 


V 


A 


V 


Y 


a a c 
485 


p 


T-) 

F 


r7 
Li 


V 


M 


Z 


H 


G 


Y 




A O tZ 

486 


TJ 

r 




A 

A 


K 


X 


T 


E 


Y 






A on 

487 


T 

u 


r 


TJ 

rl 


Pv 

Q 


P 


L 


A 


T 


Y 




Add 

488 


A 

A 


A 


A 

A 


A 


V 








V 


T Y 


489 


V 

A 




rp 
Ei 


rl 


G 


Z 


F 


S 


Y 




490 


Y 


T T 

V 






V 


R 




V 


F 




491 


i? 
r 


V 


m 
1 


Y 

A 


N 


X 


E 


E 


Y 




492 


A 


A 


F 


V 


G 


A 


X 


E 


S 


Y 


A O "3 

493 


p 


b 








S 


Y 


T 


Y 




A C\ A 

494 


V 


Li 


V 

I 


T 7 
V 


D 


D 


T 


Q 


F 




T i 

21 


V" 

I 


V 


A 

A 








P 


A 


F 




495 


17 

V 


r> 
<j 


v 






A 


H 


P 


G 


F 


496 


T7 
Zl 


A 


1 


AT 
IN 


S 


V 


T 


S 


T 


Y 


497 














S 


T 


Y 




Add 

498 


v 

I 


A 


rp 


A 

A 


G 


E 


M 


M 


A 


F 


Add 

499 


c 
b 


F 


1 


v 

X 


T 


H 


A 


V 


A 


F 


500 


Jxl 


F 


A 
A 






M 


V 


M 


A 


F 


501 




A 


rp 

r 


pi 


G 








X 


V 


C A O 

502 


b 


F 


IN 




D 


X 


M 


Z 


V 


F 


C A O 

503 


T 7 
V 


A 


A 

A 


m 
1 


A 


G 


A 


V 


F 




504 


\r 
X 


T 

Li 


TJ 

rl 






E 


T 








505 


rp 


A 


r 


F 


F 


V 


F 








C A C 

506 


1 


T 

J_l 


Li 


F 


P 


G 


S 


V 


Y 




507 


A 


T 

Li 


pi 
\J 


JJ 


V 


N 


M 


Y 






IT A O 

508 


Y 


G 








V 


X 


S 


M 




C A O 

509 


X 


P 


H 


C 


S 


C 


S 


S 


F 




510 


D 


P 


P 


c 


W 


G 


V 


s 


F 




511 










X 


V 


E 


F 






N/A 










A 


H 


D 


A 


Y 




512 


T 


A 


R 


V 


X 


S 


V 


E 


Y 




513 


X 


S 


D 


G 


R 


Z 


X 


T 


Y 




514 


N 


M 


N 


D 


L 


V 


S 


E 


Y 




515 


M 


P 


A 


A 


D 


Y 


E 


V 


A 


F 


516 


A 


E 


I 


L 


Q 


V 


I 


Y 






517 


A 


P 








X 


V 


S 


Y 




518 



10QSS066 . Oigogioe 



ABLE C 
CONT'D. 



18 


514.7 (+2) 


M 


PAGYNNVY 


519 


18 


519.6 (+2) 


Y 


MSGXYGTF 


520 


18 


526.8 (+2) 




--AVVAZSY 


521 


18 


538.8 (+2) 


X 


PVVPAAZTY 


522 


18 


566.2 (+2) 


Y 


MIDPSGVSY 


523 


18 


616.3 (+2) 


F 


ANGVZGCAFAF 


524 



* Dashes represent positions at which amino acids could not be unambiguously assigned through NanoES- 
MS/MS fragmentation patterns and/or Edman data obtained. Underlined residues designate tentative 
assignments. 
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TABLE D 



traction 


ion lor Mo/Mo 


derived peptide sequence 


bt,Kl ID JNU. 


6 


493.0 (+2) 


N 


H 


A 


V 


G 


- 


- 


V 


S M 


c n c 


6 


557.8 (+2) 


H 


N 


V 


F 


Z 


P 


T 


S 


N A 


r i /- 


7 


434.8 (+2) 


S 


V 


C 


E 


T 


E 


S 


X 




527 


7 


481.3 (+2) 


T 


H 


P 


S 


Z 


A 


C 


A 


F 


coo 

528 


7 


489.1 (+2) 


- 


H 


- 


- 


S 


P 


X 


X 




N/A 


8 


420.1 (+2) 


A 


N 


X 


E 


G 


P 


H 


T 




c n n 


8 


441.7 (+2) 


G 


H 


s 


P 


P 


T 


S 


S 


L 


S3 1 


8 


494.8 (+2) 


C 


H 


s 


A 


F 


A 


L 






c *3 n 

532 


8 


511.6 (+2) 


H 


H 


A 


F 


A 


Z 


V 


X 


V 


coo 

533 


8 


519.4 (+2) 


D 


H 


Y 


Y 


X 


A 


G 


s 


X 


534 


9 


411.4 (+2) 


E 


X 


A 


P 


H 


A 


A 


X 




con 

535 


9 


424.3 (+2) 


A 


A 


A 


X 


R 


C 


E 


X 




c o c 

536 


9 


426.1 (+2) 


G 


H 


Z 


A 


P 


A 


A 


s 


X 


COT 

53 / 


9 


441.7 (+2) 


V 


H 


N 


P 


Z 


S 


S 


X 




coo 

538 


9 


444.2 (+2) 


A 


G 


G 


P 


T 


X 


C 


R 


X 


coo 

539 


9 


455.5 (+2) 


L 


H 


L 


L 


T 


L 


E 


A 




540 


9 


490.3 (+2) 


A 


G 


G 


Z 


P 


A 


T 


P 


PAX 


1U / 


9 


513.1 (+2) 


S 


H 


Z 


G 


C 


V 


Z 


P 


A V 


XUo 


9 


520.0 (+2) 


X 


H 


R 


L 


C 


S 


P 


T 


X 


C A 1 

541 


10 


404.2 (+2) 


s 


V 


S 


X 


P 


H 


A 


P 




C A O 

542 


10 


417.1 (+2) 


A 


P 


F 


T 


G 


G 


N 


G 


X 


C A O 

543 


10 


433.8 (+2) 


G 


H 


D 


P 


D 


S 


P 


A 


A 


1 A O 

iuy 


10 


446.2 (+2) 


E 


H 


G 


X 


E 


N 


G 


H 




c yi a 

544 


10 


455.4 (+2) 


E 


H 


V 


A 


S 


S 


P 


A 


L 


110 


10 


460.4 (+2) 


H 


H 


A 


P 


C 


G 


V 


S 


X 


C A C 

545 


i n 

1U 


404.U yr£) 


N 


H 


A 


I 


V 


S 


T 


S 


V 




10 


464.7 (+2) 


G 


H 


Z 


N 


S 


V 


T 


S 


V 


547 


10 


465.3 (+2) 


S 


H 


Z 


A 


P 


c 


T 


S 


V 


548 


10 


469.4 (+2) 


F 


V 


A 


R 


F 


V 


S 


X 




549 \ 


10 


469.6 (+2) 


H 


H 


S 


D 


G 


s 


V 


s 


L 


550 


10 


473.7 (+2) 


S 


H 


A 


G 


A 


p 


P 


p 


T X 


551 . 


10 


482.6 (+2) 


M 


C 


Z 




G 


M 


P 


A 


X 


Ill 


10 


482.8 (+2) 


G 


H 


G 


A 


N 


N 


D 


P 


A X 


112 


10 


495.7 (+2) 


X 


H 


S 


Z 


P 


A 


G 


P 


A X 


113 


10 


508.3 (+2) 


X 


H 


V 


V 


S 






V 


X 


552 


10 


511.2 (+2) 


A 


V 


X 


D 


C 


C 


Z 


V 


A V 


553 


10 


522.3 (+2) 


E 


X 


G 


G 


N 


T 


N 


P 


Z X 


554 


10 


522.7 (+2) 


Y 


H 


G 


S 


Z 


N 


P 


E 


X 


555 


10 


569.6 (+2) 












T 


Y 


S 


Y 


556 ) 


10 


574.3 (+2) 


















M 


N/A 



TABLE D 
CONT'D. 



11 


405.7 (+2) 


11 


425.8 (+2) 


11 


444.7 (+2) 


11 


448.9 (+2; 


11 


455.7 (+2) 


11 


459.7 (+2) 


11 


482.8 (+2) 


11 


495.7 (+2) 


11 


516.7 (+2) 


11 


562 3 (+21 


12 


411.7 (+2) 


12 


428.8 (+2) 


12 


444.7 (+2) 


12 


448.4 (+2) 


12 


460.3 (+2) 


12 


49O.9 (+2] 


12 


507.4 (+2; 


12 


511.6)+2] 


12 


528.1 (+2] 


13 


427.6 (+2] 


13 


449.2 (+2] 


13 


464.8 (+2] 


13 


487.6 (+2] 


13 


506.2 (+2] 


14 


420 .1 (+2; 


14 


438.7 (+2' 


14 


456.7 (+2) 


14 


477.7 (+2] 


14 


482.8 (+2; 


14 


560.8 (+2' 


14 


592.3 (+2; 


15 


418.9 (+2; 


15 


4390 (+2; 


15 


454.3 (+2; 


15 


492.1 (+2; 


15 


510.1 (+2; 


15 


520.0 (+2; 


15 


524 2 (+T 


15 


532.9 (+2; 


15 


577.2 (+2; 


16 


412.9 (+2; 


16 


418.3 (+2; 


16 


424.3 (+2; 


16 


448.6 (+2; 


16 


448.9 (+2^ 


16 


454.3 (+2] 


16 


456.7 (+2 


16 


464.2 (+2. 



b 


H - 






Y 


T7> 

r 








JJ / 


A 

A 


H P 


D 


Z 


A 


Y 
A 


\7 

V 






c; c: q 


P 


T A 


H 


Y 


Z 


V 


Y 
A 








JM 


H A 


D 


N 


P 


T7 
V 


Y 
A 






1 1 Jl 
XX4t 


b 


H V D 


R 


P 


b 


Y 
A 






jOU 


rn 
1 


o rv 


A 


F 


z 


"NT 


■n 
F 


Y 
A 




C £ 1 

DOl 






p 


R 


N 


r> 


7\ 

A 


Y 
A 




1 1 c 


A 


TJ ^ 


p 

\j 


A 


P 


rj 
Li 


7\ 

A 


F 


Y 
A 


1 1 c 
11D 


A 




i- 


E H 


TV 


F 


Y 
A 




i n 

±J_ / 






Y 


•7 


A 
A 


v 

X 


T 7 

V 


v 

X 




ceo 
DDz 


r*> 
Cj 


H G 


P 


m 
1 


V 

A 


7\ 

A 


A 


T 7 




jOj 


V 


















TVT I A 

JN / A 


"V 
X 


O TJ 


T 


p 


A 
A 


T 7 

V 


T 

J-l 






cc/i 
jb4 


rp 
1 




p 


p 


T\T 


ir 


T 7 

V 


T 

u 






rp 
1 


7 A 


p 


L- 


IXL 


T 7 


F 


Y 

A 




1 1 Q 


T 


H T 


o 


D 

F 


P 


V 


Q 


L 




565 


p 


T-T A 


p 


xi 


V 


Jr 


o 
F 


T~> 
Cj 


Y 
A 


DDD 


rn 
1 


TJ P 

n x; 




v 

X 


V 


c 
b 


A 






DO / 


T7> 
Ci 


H ft 


p 


JJ 


TO 

K 


n 
V 


T-l 

r 






JOO 


b 


TJ A 

n. .ri 


o 


rn 
I 


\7 

V 


T 7 
V 


T 

b 






d by 


b 


H A 


N 


b 


A 


T 7 

V 


\ 7 

V 


T 




D / U 


jm 


V - 




TJ 

xi 


F 


V 


Y 

A 






i on 


v 

X 


TJ TJ 
n n 


p 


p 


V 


b 


A 

A 


TP 

r 




D / J- 




H - 




p 


TJ 

n 


m 
i 


Or 


v 
X 


Y 

A 


D / Z 


"NT 


TJ A 


IN 


(a 


T 
J-J 

■n 
F 


m 
1 

Y 
A 


T 

Li 

Y 
A 






D / J 

T\T / A 
JM/ A 




T4 Q 
n o 


y 


F 


b 


Jr 


TV 

A 


rp 




IZl 


tut 
JM 








"D 

Jr 


7V 


F 


T 7 

V 




1 no 

izz 


T"> 

F 


n a 

vjj ri 




V 


V 


r> 
F 


b 


V 

A 






r*> 
\j 


TJ A 
n ri 


p 


M 


G 


L 


V 


r 


Li A 


£ "7 A 


JM 


T3 _ 

Xv 








p 


Y 
A 


TTI 
XL 


Y 

A 


D / D 


b 


XI \J 


V 


P 


R 


7v 
A 


Y 

A 






D / D 


111 


H TJ 

XI XI 


M 


P 


X 


v 
A 








Oil 


TJ 

ri 


TJ 7 

XI Ci 




A 


A 


Lr 


A 


v* 
A 




D / O 


A 


V D 


z 


A 


E 


F 


A 


T 7 
V 




3 / y 


T 


H T 


P 


E 


N 


F 


T 7 

V 


T 
1 








G X 


P 


V 


R 


IT 

xi 


JM 


\ 7 
V 




con 
3oU 


b 


H Y 


D 


W 


Z 


TT 

V 


Y 

A 






CQ1 


M 


P H 


S 


H 


P 


F 


V 


X 




coo 


Z 


C V 


R 


C 


Z 


N 


G 


V 


F 


583 


S 


H A 


G 


A 


G 


X 


V 


X 




584 


G 


H X 


E 


G 


P 


X 


X 






585 


X 


H G 


G 


D 


H 


V 


X 






586 


E 


Z A 


H 


S 


X 


V 


X 






587 


Y 


H H 


D 


X 


V 


X 








588 


M 


A G 


A 


w 


C 


R 


X 






589 


S 


H D 


G 


s 


V 


P 


T 


X 




125 


F 


H - 




X 


X 


X 








N/A 



I00Si2066 



.09090S 



TABLE D 
CONT'D. 



16 


46Q 0 


E 


H 








T 


V 


X 






590 


16 

ID 


479 ^ 

^ 1 L.J Y*L) 


M 


A 


X 










V 


v 




591 


16 


4QQ 0 (4-0 \ 


G 


H 


A 


X 


T 


D 


G 


X 


T 


X 


592 


16 
ID 


jyjH.i yrL) 


P 


v 


s 


H 


X 


V 


N 


E 


L 




593 


16 
ID 




X 


X 


Y 


T 


p 


G 


H 


T 


X 




594 


16 
ID 


S99 7 














p 


V 


X 




N/A 


16 


^9^ ^ r-i-?^ 


M 


A 


H 


s 






P 


V 


F 




127 


ID 


*>9Q 0 
j£y.y yvL) 


X 


H 


Y 


D 


R 


N 


0 


X 






595 


16 

1 D 


^6 9 f4-91 


E 


A 






c 


z 


v 


T 


T 


Y 


596 


16 


S47 0 ^4-9"! 














A 


X 


s 


V 


N/A 


16 

ID 


^S9 4 (4-9^ 


X 


z 


A 


p 


T 


s 


V 


F 


z 


x 


597 


17 
1 / 


^67 7 (±V\ 


F 


T 


M 
— 


p 


A 


H 


p 


s 


T 


x 


598 


17 


Hyv.o yrL) 


M 


T 


X 


G 


Y 


G 


E 


P 


X 




599 


17 


J J 1 .0 \ *L) 


A 


H 


G 


R 


K 


M 


s 


K 


s 


L 


600 


17 






H 






H 


A 


z 


V 


X 




601 


17 


367 7 ^4-31 

JO / . / yrJ ) 










R 


X 


s 


H 


X 




N/A 


17 










H 


A 


v 


G 


X 


x 




602 


1 7 


469 8 ^4-9^ 


M 


s 


s 


N 


E 


x 


x 


M 






603 


17 

l / 


476 9 f4-9^ 


G 


H 










P 


c 


c 




604 


1 7 


S04 9 ^4-9^ 


X 


H 


V 


X 


A 


V 


N 


E 


x 




605 


17 


S93 9 ^4-9^ 




H 












p 


v 


F 


128 


1 7 


^43 9 ^4-9^ 


X 


H 


E 


v 


z 


p 


H 


X 


X 




606 


17 




A 


T 


E 


H 


c 


F 


V 


M 


E 


X 


607 


18 


4S6 4 f4-9^ 


A 


H 


s 


N 


L 


A 


s 


V 


L 




608 


18 


463 3 ^4-9^ 


V 


X 


A 


p 


A 


N 


D 


x 


X 




609 


18 


474.8 (+2) 


M 


X 


G 


X 


S 


F 


P 


A 


X 




129 


1 O 


4Q1 2 f4-9^ 


V 


H 


T 


c 


V 


N 


P 


V 


X 




130 


18 


497.8 (+2) 


S 


H 


Q 


R 


Q 


L 


L 


L 






610 | 


18 


515.8 (+2) 


E 


W 


H 


Y 


P 


V 


S 


X 






131 


18 


519.7 (+2) 


F 


H 


M 


D 


X 


Z 


T 


F 






611 


18 


543.4 (+2) 


X 


H 


E 


V 


z 


P 


H 


X 


X 




612 


18 


596.8 (+2) 


F 


H 


H 


1 


z 


s 


N 


P 


X 


X 


613 


19 


434.6 (+2) 




H 


G 


c 


p 


G 


M 


P 


X 




614 


19 


496.6 (+2) 


E 


T 


P 


E 


H 


A 


P 


V 


X 




132 


19 


539.6 (+2) 


M 


X 


P 


G 


N 


S 


A 


X 


Y 


X 


615 



* Dashes represent positions at which amino acids could not be unambiguously assigned through NanoES- 
MS/MS fragmentation patterns and/or Edman data obtained. Underlined residues designate tentative 
assignments. 




TABLE E 



fraction 


ion for MS/MS 


derived peptide sequence 


SEQ ED NO: 


7 


504.1 (+2) 


HMS 


G Z P T S Y 


65 


7 


549.2 (+2) 


H N Z 


A A H Z E Y 


66 


8 


517.0 (+2) 


N Q Z 


H G S A E Y 


616 


8 


526.0 (+2) 


H A A 


X Y S Z V Y 


67 


8 


642.7 (+2) 


PMN 


DWXMTZTY 


617 


10 


465.3 (+2) 


S Q F 


6 G 6 S Q Y 


618 


10 


484.3 (+2) 


y q s 


D H R Y 


68 


10 


509.0 (+2) 


F L Z 


A M Z S T Y 


619 


10 


532.0 (+2) 


T V X 


D S Z T H Y 


620 


11 


424.3 (+2) 


H X S 


T Z D F 


69 


11 


464.3 (+2) 


HAP 


P T D P P P 


70 


11 


550.0 (+2) 


H G P 


ANRDSVF 


71 


11 


563.3 (+2) 


f p y 


P T D P Z Y 


72 


12 


531.2 (+2) 


K N A 


N L V Q L Y 


621 


14 


585.6 (+2) 


R S F 


X X E N E Y 


74 


16 


488.7 (+2) 


H H Z 


N P T S Y 


75 


16 


661.9 (+2) 


Y V X 


F V Y 


76 


17 


577.6 (+2) 


R S M 


XRCPEY 


77 


18 


451.1 (+2) 


I L G 


P P G S V Y 


622 


18 


523.0(+2) 


- - F 


V T A Z T Y 


78 


19 


565.6 (+2) 


y m i 


DPSGVSY 


623 


19 


503.8 (+2) 


S Q X 


A A G V D V F 


624 


20 


560.0 (+2) 


X V E 


X T T D Y Y 


625 


20 


582.4 (+2) 


H Y N 


CNEXDY 


79 


21 


448.2 (+2) 


A A G 


X G P T F Y 


626 


21 


614.0 (+2) 


I A V 


GYVDDTQF 


22 


22 


507.2 (+2) 


V A F 


VXFVGY 


627 


22 


557.2 (+2) 


Y N R 


W S X E F 


628 


23 


510.8 (+2) 


A L M 


P - - X N Y 


629 


25 


562.8 (+2) 


N Q F 


QALLQY 


80 



* Dashes represent positions at which amino acids could not be unambiguously assigned through NanoES- 
MS/MS fragmentation patterns and/or Edman data obtained. Underlined residues designate tentative 
assignments. 



